= ' a o ' a & 4
ajuusylevudnldannnmisdnsiuyszguiviniswugaansuisnd asei 20

T wangnend auiang dumiie1ansd &idn awriugenans vednaussieuagy

Weomuagmahlldusslevdanmsdrsaudsyyinnsiugmaniuisna assil 20 Wetuil 15-17

fiquiou 2560 w lsausululma gyudn njumnumiuas smuvidsdooygnadl As 0523.4.9.1/125

I ¥
U =

asdudl 15 wgwaaw 2560 Meifudsvetiaueasuilomuazmsiiluldusslemivesnisysequiving
Aastaluil

v Y
U aa o

msUsyyueisiifinsdiauenuidenldninuimaiugenansogrsannangladasiduduie

¥
a

&l aywd visuuaiie dslu mdrdsldsuanulve q lususne 9 dail

Tuduiiy leannmelulagludagduldiannluun vllddeyasindrtu Usunamnndu uay

nagnas WuwaliiAngafiiend “Omic” wazdignudoyalususing q fail

Genomics grudeyanemuilug laun

National Center for Biotechnology Information (NCBI) '53in%;3a?ﬂum%ad§ﬁﬁ%3m
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- The Arabidopsis Information Resource (TAIR) i’JU‘;’JaJ‘fJ’mJ”a‘Ua\‘i Arabidopsis thaliana
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- The Bio Analytic Resource for Plant Biology (BAR) 'u'wi’m%’a;damsLLamaanmmﬁu Ay
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- Expert Protein Analysis System (ExPASy) 57us¥eya waglusunsudmiunisinsiei
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- Madison Metabolomics Consortium Database swswﬂmauﬁ’ammmsmm%ﬁ nuclear

magnetic resonance (NMR) spectroscopy and mass spectrometry (MS)
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l¥wmaiia array comparative genomic hybridization (array CGH) Falnsuildviaunan bacterial
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TumsvssguadsidmidilsiiiauenuideiFes dentification of litchi cultivars (Litchi
chinensis Sonn.) in germplasm field of Maejo University using ISSR markers m’mfﬁi‘lﬁmﬂmi
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