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i polymorphic #nNstinenaALLL co-dominant RATAA NN P99aaLTEINE 9AE WRTIIATTHLNG
Winafivingnls msaeseudlumilliaiasmans 7 faBtin9 (high-throughput genotyping) [Fnagnsias
UATENILAND (AT DI AL TaNEYe 19 restriction fragment length polymorphism (RFLP),
amplified fragment length polymorphism (AFLP), random amplified polymorphic DNA (RAPD), simple
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