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(Boonmee, N., Jaturonglumlert, S., Narkprasom, N., Tandee, K., & Narkprasom, K. (2026). Enhancing industrial
vinegar production from coffee pulp: Role of aeration rate on acetic acid formation. In Proceedings of the
6th International Conference on Science Technology & Innovation (6th ICSTI-MJU 2026). May 29" 2026.
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(Suksaman, K., Khosakhueng, M., & Yordpratum, U. (2026). Isolation and characterization of a novel
Staphylococcus aureus bacteriophage against antibiotic-resistant Staphylococcus aureus. In Proceedings of
the 6th International Conference on Science Technology & Innovation (6th ICSTI-MJU 2026). May 29" 2026.
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(Pongjaroenkit, S., Paenhuai, S., Watcharawetsaringkham, S., & Lanumteang, K. (2026). Marker-trait association
analysis reveals ABA signaling-related genes associated with root system architecture in rice under PEG-
induced osmotic stress. In Proceedings of the 6th International Conference on Science Technology &
Innovation (6th ICSTI-MJU 2026). May 29" 2026. Faculty of Science, Maejo University.)
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